Navigating NCBI Using the NCBI Accession Number

Locating the Pangolin Lineage

1- You do not need a user account to follow these instructions. Navigate to the NCBI database at:
https://www.ncbi.nlm.nih.gov/search/. Under COVID-19 resources click on NCBI Virus.
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2- You will see the SARS-CoV-2 Data Hub. On the left-hand menu, under Refine Results, click Accession.

SR Betacoronavirus BLAST SARS-CoV-2 Articles in Publ
- - D load ~ uick Links
SARS COV 2 Data Hub Q CDC Outbreak Information SRA Data
5 Tabular View Dashboard Visualizations Mutations in SRA @ off Complete Tree o Sele
Refine Results et Nucleotide (1,221,198) Protein (6,032,887) RefSeq Genome (1)
ese1
o C] Accession % Submitters ¢  Release Date ¥ Pangolin & Isolate & 4
=
Virus + =
€T | ncoassin™™ wufF,etal. 202001-13 B Wuhan-Hu-1 d
Wuhan seafood market u%
f;;?;.;“g’;;g;;“s-‘ x (] BS001137 Mitsunaga,... 2021-08-24 KHRTS ¢
I recoes: + (] BS001138 Mitsunaga,... 2021-08-24 KH886 g
ccession
C] ES001139 Mitsunaga,... 2021-08-24 KH887 K
Sequence Length +
C] BES001140 Mitsunaga,... 2021-08-24 KH892 5
Ambiguous Characters +
[ BS0ON1141 Miteinags 2021.08.24 KHRG2 4

Created 8/24/2021


https://www.ncbi.nlm.nih.gov/search/

3- This will expand the pane > Enter in the ACCESSION NUMBER

provided on the result report > then click Submit.
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4- Result for the Accession number will show up on the table to the right. If you are only looking for the
lineage, look under the Pangolin heading. Your use of NCBI is complete.
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Locating the FASTA Sequence

Option #1: If only FASTA sequence is desired, you can obtain this quickly by entering the following into your

browser: https://www.ncbi.nlm.nih.gov/nuccore/[AccessionNumber]

Here is an example: https://www.ncbi.nIm.nih.gov/nuccore/MZ851949

< O @ & https://www.ncbi.nlm.nih.gov/nuccore/MZ851949

Option #2: If you have already navigated to the screen shown below, click on the Accession number.
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5- A window will open to show more information about the sequence. Click on the Accession Number.
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6- A new browser tab will open showing all the details and sequence information.
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7- Click on FASTA to get the FASTA sequence to be used for further analysis through other platforms.
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FASTA sequence will open in this format:

Severe acute respiratory syndrome coronavirus 2 isolate SARS-CoV-
2/human/USA/OSPHL01837/2021 ORF1ab polyprotein (ORF1ab), ORF1a
polyprotein (ORF1ab), surface glycoprotein (S), ORF3a protein (ORF3a), envelope
protein (E), membrane glycoprotein (M), ORF6 protein...

GenBank: MZ851949 .1
GenBank Graphics

»MZB51948 .1 Severe acute respiratory syndrome coronavirus 2 isolate SARS-CaoV-
2/human/USA/OSPHLAL1E37/2821 ORFlab polyprotein (ORFlab), ORFla polyprotein (ORFlab),
surface glycoprotein (5), ORF3& protein (ORF3a), envelope protein (E}, membrane
glycoprotein (M), ORFA protein (ORFE), ORF7a protein (ORF7a), &nd ORF7h (ORF7b) genes,
complete cds; ORF8 gene, complete seguence; and nucleocapsid phosphoprotein (N) and ORF1@
protein (ORF1E) genes, partial cds

GTAGATCTATTCTCT AAACGAA TTTAAAATCTGTATAEC TETCACTCGRCTECATACTTAGTGCACTCA
CECAGTATAAT TAAT AR TAATTACTATCATTGAC AGEAC ACGAGTAACTCATCTATCTTCTGCAGELTS
CTTACGETTTCaT LT T T T AR CCATCATCAGCACATCTAGETTTTATCCGEGTGTGACCGARAGET
AAGATEEAGAGCCTTETCCCTEaT T TCAACGAGAAAACACACGT CCAALTCAGTTTALCTATTTTACAGS
TTCRCEACGTECTCETACGTGECTTTGRAGAC TCCGTGRAGGAGGTC TTATCAGAGGCACGTCAACATCT
TAAAGATGECACTTETGE T TAGTAGAAGT TEAAAA ARG GTTT TGLCTCAACTTRAACAGCCCTATGETG

TT AT ARG TTCGGAT L TCGAACTECACCTCATGOTCATOT TATGGT TRAGC TAGTAGLAGARCTCG

AAEEC AT TCAGTACGETCATAGTAaTCAGACACT TG TATCCTTATCCCTCATATEAECEARATACCAGT
GECTTACCOGCAAGGTTCTTCT TCATAAGAACGGTAAT ARAGGAGC TEGTAGCCATAGT TACGACGCCGAT
CTARAGTCATTTGACT TAGEC AL GAGC TTEG LA TEATCCTTATGAAGAT TTTCAAGARAATTEEAACA
CTARACATAGCAGTEETETTACCCOTEAACTCATGCOTGAGCTTAACGRAGEGLCATACACTCGCTATGT

AT A AT TCTET e T AT EC TACCC T TTEAGTGCAT TAAAGACCTTCTAGCACGTGCTGET
ANAGCTTCATGCACTTTATCCGAACAAC TGRACT T TATTGACAC TAAGAGGEGTGTATACTGLTGCCGTE

A AT GAGC AT RAAAT TG T TEGTACACGGAACGT T TRAAAAGAGI TATGAATTGCAGACACCTTTTGA
AATTASATTGGCAALGASAT T TGACACCMMMNMMNMMMNNMMNNMM NN HNNPN FENENM AN NN NN NN

MEN PPN M N NN NN T T AAAAGAAA AAGL TTEATGOC TTTATGGGTAGAAT TCGATLTG
TCTATCCAGTTRLGTCACCAAATGAATGCAACCAAATGTGCCTT TCAACTC TCATGAAGTATGATCATTG
TEETGAAACTTCATEECAGACGEGC AT TTTAT TAAAGCCACTTROGAATTTTATGACACTGAGRATTTG

AT AR A GG TG CACTACTTGTGETTAC T TACC CC AR AATEC TETTOT TARLATTTATTGTCCAGCAT
GTCACAATTCARAAGTAGRAC CToAGCATARTCT T COAATACCATAATGAATCTGECT TGARALCCAT
TCTTCaTAAGGGTOATCACATTATTGCCTTTORAGGCTATATAT TCTCTTATGT TGGT TRCCATAACAAG
TETECCTATTGGGET TCCACGT G TAGCGCTARCATAGAT TATAACCATACAGGTETTGTTGRAGAAGETT
ARG ETCTTAAT G ACAACCTT T TEAAAT AT CAAL AL GAGALAGTCAACATCAATATTGTTGETGA
CTTTAAACT TAATGAAGARATCOCCATTATTTTGECATCTTTTTCTGCTTCCACAAGTOCTTTTGTEGAS
ACTGTEAAAGETTTEGAT TATARAGCAT TCAAACARATTGTTRAATCCTATEATAAT T TTARAGT TACAA
AAGGAAAL G T AL AL A G T GO TGRAATAT TAETEAACAGAAATCAATACTEAGTCCTCTTTATGIATT
TECATCAGAGECTECTCATET TATACGAT CAATTT T TCCCGCACTC TTGAAAC TG TCAARATTLTETG
CaETGTTT TACAGAAGG LG TATAACAATACTAGATGOAATTTCACAGTAT TCACTRAGACTCATTGATG
CTATGATGTTCACATCTRATT TEaCTAC TAACAATCTAGT TATAATGGCCTACAT TACAGATGGTGTTGT

TCAGT TEACTT R AGTEECTAAC TAACATCTTTEG ACTGTTTATGAAAAACTCARACCOGTCOTTGAT

TEGECT TEAAGAGAAGT TTAAGGAAGETETAGAGTT T TTAGAGACGATTEGEAAATTGTTARATTTATCT

AR TETECT TaT GARATTE T oo TaEACARAT TETCACCTOTOCAAALGAAAT TAAGGAGAGTGTTCA
GACATTCTTTAAGC T TaTARATARATTTTTEGCT T TGTATACTCACTCTATCATTAT TGMNMMNMNMNNE

MR BRI R N PR N PN RN N RN N NN CAC T CAAAGGEAT TG TACAGAAAGTGTGT TARAT

O AGAGAAGAR A CTEECCTAC T AT G T T AAAA G CO AR AGAAATTATCTTCTTAGAGGRAGARAT

AT T ACACALCTOT TALCAGAGGAAGTTOTCT TGAALAALTGATGATTTACAACCATTAGAACAACCT

A TAGTEAAGCTAT TEAAGCTCCATTOET TEOTACACCAGT TTOTAT TAACGEGCTTATETTECTCRAAA
TCAMAGACACAGRAMAGT ACTATACCCTTOCACCTAATATGATGATAACAAACANTACCTTCACACTCAA
ARGCGETECACCAAC AN GETTACTTTTGGTGATGACACTGTRATAGAAGT GCALGAT TACAAGAGTETG

AT ATCACTTTTGAL T T AT GAAAGCAT TOATALAAGTACTTAATGAGAAGTECTCTGCLTATACAGTTE

AR TG TACARA AR T AMATCAGT TCGCCTET AT TATGECAGAT G TETCATASAAACTTTGLAACCAGT
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	2- You will see the SARS-CoV-2 Data Hub. On the left-hand menu, under Refine Results, click Accession.

